Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.003 Å; R factor = 0.063; wR factor = 0.218; data-to-parameter ratio = 15.1.
Related literature
The title compound was prepared as a fundamental chromophore and as an intermediate for the preparation of acidochromic dyes, see: Detert & Sugiono (2005) ; Schmitt et al. (2008); Nemkovich et al. (2010) . Conjugated oligomers with a pyrazine center and lateral donors are solvatochromic probes, see: Collette & Harper (2003) and Schmitt et al. (2011) . 2,5-Diphenylpyrazine shows interplanar angles of about 21 (Pieterse et al., 2000) ; due to steric hindrance these angles are opened up to 37-49 in the tetraphenylpyrazine (Bartnik et al., 1999) . The planarization of terminal amino groups and short aniline C-N bonds due to strong electronic coupling has also been observed in 2,5-bis(p-dimethylaminostyryl)pyrazine, see: Fischer et al. (2011) Financial support from the Deutsche Forschungsgemeinschaft is gratefully acknowledged.
Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: BT5544).
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Experimental
Synthesis: 810 mg (3.2 mmol) of 2-bromo-1-(4-(dimethylamino)-phenyl)-propan-1-one were dissolved in 50 ml of methanol and NaN 3 (325 mg,5 mmol) was added. After stirring over night at room temperature the solvent was evaporated under vacuum and the residue was diluted with water. The aqueous solution was extracted three times with dichloromethane. The organic layers were dried (MgSO 4 ) and the solvent was removed. Yield: 650 mg (3 mmol, 95%) of the crude 2-azido-1-(4-(dimethylamino)-phenyl)-propan-1-one as a yellow oil which was used without further purification. To a solution of 59 mg (0.27 mmol) 2-azido-1-(4-(dimethylamino)-phenyl)-propan-1-one in dry THF under nitrogen was added of triphenylphosphine (85 mg,0.32 mmol). The solution was stirred vigorously at room temperature until the nitrogen evolution ceased. 0.5 ml of water were added and stirring was continued overnight. The solvent was evaporated and the residue was dissolved in methanol. The reaction mixture was heated up to 333 K and air was passed through the solution for 5 h. Upon cooling the solution to 252 K, pure 2,5-bis(4-(dimethylamino)-phenyl)-3,6-dimethylpyrazine precipitated as a pale yellow solid. Yield: 20 mg (0.06 mmol, 43%). Red crystals were obtained by slow evaporation of a solution in methanol/dichloromethane. M.p.:
K.

Refinement
Hydrogen atoms attached to carbons were placed at calculated positions with C-H = 0.95 Å (aromatic) or 0.98 Å (methyl groups). All H atoms were refined in the riding-model approximation with isotropic displacement parameters set at 1.2-1.5 times of the U eq of the parent atom. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq C1 0.4300 (2) 0.7610 (2) 
